plicates: 6
k- Q tdBADNM4184DNM4 HUMAN
B9 @, KIMCGTLDYLPPEMIEGR.M [190, 206]
G- @ _fy 1031.9378++ (dotp 0.99)
EH- @ Jl" 1036.9420++ (heavy) (dotp 0.93, total ratio 0.13)
- 'o. spn9H1A4U\PC1 HUMAN
o @, R.SPSISNMAALSRA [340, 351]
_h 657.2996++
B fy 662.3037++ heavy)
----- _My, precursor -98 - 613.3153++ (rank 5)
----- My, S [y8] - 859.4330+ {rank 4)
----- My, M [y6] - 658.3580+ (rank 6)
----- My, Aly5]-527.3175+ frank 1)
----- My, S [y10-98] - 521.2729++ (rank 3)

@

B @ f 669.7955++ (dotp 0.90)

i i @ _fiy S [y8]-964.3884+ (rank 3)[2]

----- @ _fy S [v8-98] - 866.4115+ rank 5)[1]
----- @ _fy, S by7]-877.3564+ (rank 6)[3]

----- J Py2)-244.1656+
P @ _fy S b9-98]-997.4486+ rank 4)|4]
B9 M, 673.8026++ (heavy) (dotp 0.81, total ratio 0.58)
----- @ _fiy S [v8] - 972.4026+ (rank 1)(3] {ratio 0.46)
----- @ _fy S [y8-98] - 874.4257+ rank 3)[1] (ratio 0.46)
----- @ _fi S [y7]- 885.3706+ frank 4)[2] {ratio 1.33)
----- S, S 31-419.1781+ frank 17)
----- A Py2)-252.1798+
----- @ /i Sb9-98] - 997.4486+ (rank 2)
I % triB7Z955IB72955_HUMAN
|- %, triBTANROIBTANRO_HUMAN
% sP095425SVIL_HUMAN
spiQ14151ISAFB2_HUMAN
I % tiGSESUTIGSEIUT_HUMAN
%, triB3KPE7IB3KPE7_HUMAN
% triBADXH1IB4DXH1 _HUMAN
- 9, KSMSLDMGQPSQANTKK [313, 327]
By 837.8468++
e _fiy precursor-98 - 788.8583++ (rank 3)
S, G [y9]- 930.4639+ (fank 4)
S, P by71- 7453839+ frank 1)
S, D b5-98] - 516.2123+ rank 5)
y, M b6] - 745.2296+ (rank 2)
-~ e _fly, Qb8]-930.3097+ (rank 6)
@ _fy 841.8539++ heavy)
% tdBADGUAIBADGU-i HUMAN
g @R RTSMGGTQQQFVEGVRM [542, 557] (missed 1)

M 4 conaoe.

[mmmm FNISSHNQSPK - 673.8026++ (heavy) |

Peak Area Ratlo To Light

9. RENISSHNGSPKR 368.378] (Ser 376)

4y Edit Report E

..... Ju spa-4111e3- @k 177 Label this ion

N

Prediqg

=
[4)]
o
o

Intensity
Y3

£ - Results

e e

Report Name: Eép]de Ratio Fiesults i

[=- Peptides Peptide Sequence p
(- Precursors Erot?irg;lane
eplicateName u
1 PeptideResutts Peptide Peak FoundRatio
- Sequence PeptideRetention Time v
- BeginPos Ratio ToStandard
3‘1%5 e3P Variable modification sites
- MissedCreavages
FRetention TimeCalculatorScore
ionTi
MeasuredRetention Time

Export in excell “Ser376”
- ProteinName

- ProteinDescription
- ProteinSequence
- ProteinNote

Retentior

Variable modification sites

" malessio_S120815_001_Mitoti

[7] Pivot Replicate Name | | Fivot lsotope Label [ OK ] [

= o

10 1200

S0t



