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Define 5 label types



Add necessary isotope 
modifications



Edit > Insert Peptides



Choose appropriate precursors 
and transitions



Modify the peptides





Set the Precursor Concentrations



Set Quantification Regression fit



Import Results



View Calibration Curve, and 
choose “Single Batch”



See calibration curve

Things that need to be fixed:
1. Any precursors for which we have not specified a concentration for should be 

drawn on the graph as “Unknown” instead of “Standard”.
2. The Calculated Concentration should reflect the currently selected precursor in 

the Targets tree. (Currently it shows a concentration calculated from the 
nonsensical sum of all of the transition areas across all precursors.)



View Calculated Concentrations 
(requires Skyline-Daily)

Bug: Precursor Calculated Concentration is 
not calculated for precursors that have no 
specified Precursor Concentration


