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Use audit logging in Skyline.
Learn how to produce fully
audit logged Skyline
documents to help others
reproduce your research,
and you to remember what
you did, helpting with the
writing of your methods
sections for publication.
Learn how to work with the
Audit Log grid view, an
extension of the Document
Grid to explore logged
changes and provide
reasons for the changes you
make. This example uses a
calibration experiment to
show logging of settings
changes, data import,
integration adjustments,
and exclusion of points
from a calibration curve.
Finally, you will upload your
document to Panorama and
see how the audit log is
captured for review through
a browsable web interface.
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File Edit Format View Help
|>Sp|PBZBBB|f-\LBU_BOVIN Albumin 05=Bos taurus 0X=9913 GN=ALB PE=1 5V=4

EVQLVESGGGLVQPGGSLRLSCAASGYTFTNYGMNWVRQAPGKGLEWVGWINTYTGEPTYAADFKRRFTFSLDTSKSTAYLOMNSLRAEDTAVYY CAKYPHYYGS SHWY FDVWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY FPEPVTVSHNSGALTSGVHT
FPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDP EVKFNIWYVDGVEVHNAKTKPREEQYNS TYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAKGQPR

EPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
»sp|P82906 | ALBU_BOVIN Albumin 0S=Bos taurus OX=9913 GN=ALB PE=1 SV=4

DIQMTQSPSSLSASVGDRVTITCSASQDISNYLNWYQOKPGKAPKVLIYFTSSLHSGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQQYSTVPWTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSL
SSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

BEVA.fasta 51172021 4:05 PM Text Document 1 KB
MIST.fasta /1272027 17:34 AR Text Document 1 KB
D uniprot-human+serum.fasta 5/11/2021 5:24 PM FASTA File 6,312 KB
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Peptide Settings @ x
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Peptide Settings

Structural modffications:

Max variable mods: Max losses:
3 |
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heavy v

|zotope modifications:

Intemal standard type:

none v]
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e Mone e
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Transition Settings

Method match tolerance m/z:

oo | ms

Firmware transition limit:

[ ]

Min time:

A gN=r=| -+
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Prediction Fiter  Library Instrument T—scan lon Mobility

o - ~
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[ ]

Max time:
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X
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IP02800IALBU_BOVIN
RFTFSLDTSK.S [67, 75]

K.GPSVFFLAPSSK.S [127, 134]
K.ALPARIEK.T [332, 333]
R.EPQWYTLPPSR.E [350, 360]
K.SLSLSPGK.- [445, 452]
IPOZ2900ALBL_BOVIN
K.DSTYSLSSTLTLSK.A[163, 182]
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(1) {IENIAIRER] Peptide
Settings FTransition Setting

23 95Tt Avastin BRY
AKER ;

(2) (RTFIHIZHIRBRER.

Ta.rgds

----- L TIy8]- 8989819+
----- M Fly71-797.8775+
----- _A_ 5 [yB] - 650.7023+
----- A L [y5]- 563.6245+
----- A L b5] - 596.6985+
----- _N_ D [b6]-711.7865+
----- A T b7 - 812.8909+
----- L S 18] - 899.9687+

—]? K.GPSVFPLAPSSK.S [127, 138]

- A 594 1898+

----- AV y9] - 946.1270+
----- L F [y8] - 846 9952+
----- A P Iy7] - 699.8200+
----- M L [y6]- 602.7041+
----- _f_ P Iy4]- 418.4672+
----- _N_ F b5] - 488 5596+
----- A Lb7]-698.8341+
----- _N A b8]- 769.9124+
----- _A_ P bS]-867.0283+
----- A 5 b10]- 9541061+

-9 KALPAPIEKT [332, 339]
B 4200117+

----- N Ly7)- 767.9378+
----- M P [y6] - 654.7792+
----- M Aly5] - 557.6633+
----- A P y4] - 486.5849+
----- A Ab4] - 353.4384+
----- _N_ P 5] - 450.5544+
----- A | 6] - 563.7129+

----- A Eb7]-632.8276+

----- NP y11]-1130.3207+
----- A S y10]- 1033.2048+

----- A S b11]-1041.1838+

= - E -

Bl A 6442280+
----- P 101 1158.3341+
----- _f_ Q[y9]- 1061.2182+
----- MV [y8] - 933.0882+
----- N [y7] - 8339564+
----- M T [y6]- 670.7818+
----- P iy41- 4565187+
----- M P [¥3]- 359.4028+
----- A TIb6l- 7187788+
----- A Lb71-831.9373«
----- _I_ P b8]-929.0533+
----- I P b9]- 1026.1692+
----- I SB10]-1113.2470+
=% KSLSLSPGK - [445, 452]
=_A_ 394.9604++
----- A L7 - 701.8359+
----- _\_ 5[y6]- 5886773+
----- _f_ L y5]- 501.5996+
----- A P 3-301.3633«
----- A L[b4]-401.4799+
----- _A_ 5 [b5]- 438 5576+
----- _I_ P bb]- 5856735+
----- N\ Gb7]- 6427252+

=%, splPO2300ALBU_BOVIN
=-® KDSTYSLSSTLTLSKA[169,182]

A 7523217+

----- M 5 [¥13]- 13885482+
----- I Thv121- 1301 4704+
----- Y [ 11]- 1200.36559+
----- A5 101- 10371913+
----- A L [y8] - 950.1136+
----- _A_ 5 [y8] - 836.9550+
----- N S b7)- 754.7662+
----- M 5 [b8]- 841.8435+
----- A T b9]- 9429434+
----- A L [b10]- 1056.1065+
----- N Th11]- 11572114
----- A Lb121-1270.3699+

é---‘ﬁ_’ R.EPQVYTLPPSR E [350, 360]
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44 Skyline Automation - C:\Users\6495\Desktop\YF\BAVA. sky
@ Help
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(- Project setting
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Studyfolder|D:\MassHunter\Data‘\skyIine | | Browse... |
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Step-A (Update Retention Times)
Step-B (Optimize Collision Energy)

Step-C (Export methed, create worklist)
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Step-A | Step-B | Step-C

(Step-A)
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) Single method
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—
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Optimizing:

Dwell time (ms):

[ 5 |
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Optmizing:
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70
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Optimizing:
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N ———————— - -
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