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What is APR? 
The “APR” (Agilent Proteomics Results) format contains information about proteins and the corresponding peptides.  The APR format can be exported from Spectrum Mill (B.05.00 and later), and now from Skyline with the MPP APR Report add on.  The APR format is only supported for data acquired with Agilent instruments (“.d” data format).  To export results to MPP based on data acquired with other vendor data types, use the MPP Report tool add on, which can be downloaded from the Skyline Tools repository. The MPP Report tool exports in the MPP Generic format, which provides just protein level abundances across samples.
The MPP APR Report add-on supports both label free and isotope labeled internal standard Skyline projects, from both Agilent Q-TOF and QQQ data processed in Skyline. A future release may support SILAC and isobaric labels, such as iTRAQ and TMT.
Installation
The MPP APR Report installer (MPPAPRReport.zip)  is located on the MPP 14.0 Supplemental Disk, and via download from the Agilent web site (location to be determined).
Use the Skyline Tools-> External Tools… menu item to begin installation of the MPP APR Report tool (at this time it is not yet available in the Tool Store).
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Click Add.. and select From File.. , and select the MPPAPRReport.zip file, and it will then appear in the External Tools list:
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Usage
Once installed, the “MPP APR Report” tool appears in the Skyline Tools list:
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The “MPP APR Report” template is also added to the Skyline Export Report (via File -> Export -> Report …) selection, where you can preview or report the results to a csv file for import into Excel or another program. 
Version 1.0 of the MPP APR Report tool supports label free and isotope labeled internal standards. (Support for SILAC and isobaric labels, such as iTRAQ and TMT, will be added in a future update.)
You create Skyline projects for target proteins and their peptides as you would normally do in Skyline.  However, in order for Skyline to include protein information in the APR exports, you must indicate the protein accession for each protein. You can view the accession values via the Skyline View->Targets -> By Accession menu item.  If Skyline does not indicate proper protein accessions (eg, P12345), then you will need to import a FASTA file containing the proteins.
Note: If you make changes to your Skyline project, you must save the project in order for the report tool to make use of the project changes.
Importing a FASTA File
One way to ensure that the accessions and additional protein and peptide information can be accessed is to import a FASTA protein file, using the Skyline File -> Import -> FASTA… menu item.  If you have already selected peptide targets for the proteins, the import will create duplicates for each of the targets. You should then delete the original targets (which lack the protein accessions).
Exporting APR Files
To create APR files for your project, select the “MPP APR Report” tool from the Tools menu, which shows the file selection dialog to select a report file. The report tool uses the file name you select (.txt) as the basis for generate APR filenames for each sample (Skyline “Replicate”).  You will be prompted to overwrite if you select and existing file. A separate APR file is generated for each sample (or replicate), where the sample name is appended to the file name that was selected, and “.apr” added. The .txt file that was selected will contain a list of each apr file that was generated.
For example, if you have samples C1, C2, C3, S1, S2, S3, and select “MPPAPRExport.txt” as the report file, the following files will be created:
MPPAPRExport.txt	(contains a list of the following apr files)
MPPAPRExport-C1.apr
MPPAPRExport-C2.apr
MPPAPRExport-C3.apr
MPPAPRExport-S1.apr
MPPAPRExport-S2.apr
MPPAPRExport-S3.apr
Processing in MPP (Mass Profiler Professional)
The APR file format requires MPP 14.0 or later, where you select the “Proteomics (Identified)” experiment type to import APR files. Upon import, MPP will recognize the experiments as either “LabelFree” or “ISTD_Method” reports. Note that the amount of information available from Skyline’s APR export is less than what is provided from Spectrum Mill, where additional information is helpful for processing non-targeted results.  See the MPP documentation and guides for details on how to make use of the new Proteomics experiment type.
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