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=99 KSEAHRF [29, 34]
A 356.6905++ (idotp 0.93)
o L 238.1294+++ (idotp 0.79)
=99 KDLGEEHFKG [37, 44]
9 A 4877325+ (idotp 0.97)
@ i precursor - 487.7325++ (irank 1)[i 1]
@ L precursor [M#1] - 488.2340++ (irank 2)[i 2]
@ L precursor [M+2] - 488.7353++ (irank 3)[i 3]
L L[y7] - 859.4308+

L E [y5] - 689.3253+
L E [y4] - 560.2827+
L E [b5] - 544.2249+
L H[b6] - 681.2838+
L F[b7] - 828.3523+
£ o AL 325.4908+++ (idotp 0.98)
@ precursor - 325.4908+++ (irank 1)fi 1]
@ L precursor [M#1] - 325 8251+++ (irank 2)[i 2]
@ L precursor [M#2] - 326.1593+++ (irank 3)[i 3]
L L[y7] - 859.4308+
L G [y6] - 746.3468+
L E [y5] - 689.3253+
L E [y4] - 560.2827+
L H[y3] - 431.2401+
L Ly7]-430.2191++
L G [y6] - 373.6770++
L E [y5] - 345.1663++
L E [b4] - 415.1823+
L E [b5] - 544.2249+
L H[b6] - 681.2838+
L F[b7) - 828.3523+
L H[b6] - 341.1456++
L F[b7]-414.6798++
9 KGLVLIAFSQYLQQCPFDEHVK L [45, 65]
=99 KLVNELTEFAK.T [66, 75]
L 582.3190++ (idotp 0.99)
o L 388.5484+++ (idotp 0.65)
=99 KTCVADESHAGCEK.S [76, 88]
L 675.2767++ (idotp 0.72)
AL 450.5202+++ (idotp 0.4)
=99 KSLHTLFGDELCK.V [89, 100]
L 681.8397++ (idotp 0.87)
L 454.8956+++ (idotp 0.71)
=99 RETYGDMADCCEK.Q[106, 117]
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Charge State: 1

Precursor ion start mass | Precursor ion stop mass | Declustering potential | DP spread | Collision energy | CE spread
200 240 80 [ 30 12
239 280 80 [ 30 12
279 320 80 [ 30 12
319 360 80 [ 30 12
359 400 80 [ 30 12
399 440 80 [ 30 12
439 480 80 [ 30 12
479 520 80 [ 30 12
519 560 80 [ 30 12
559 600 80 [ 30 12
599 640 80 [ 30 12
639 680 80 [ 30 12
679 720 80 [ 30 12
719 760 80 [ 30 12
759 800 80 [ 30 12
799 840 80 [ 30 12
839 830 80 [ 30 12
879 920 80 [ 30 12
919 960 80 [ 30 12
950 1000 80 [ 30 12

General

ial Instrument Tables and Parameters

Detector high voltage (V): 2226

Q1 Calibration Table

Resolution:  Unit
Polarity:  Positive

Masses | Dac values
132.9049 | 7125
266.1598 | 14275
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