Another example. Heavy Arginine (arginine_13C6,15N4 ) in sample ‘10" is not picked correctly
though it is marked with grey dotted lines. Slide 2 shows
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Sample * 11’ (or any other samples) are ok picked
& Skyline-daily - PRC_MASTERLIST version_17_hm reimported.sky
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‘User Set Peak’ are ALL false
Test:
A) Did Re-score. No Difference

B) ‘Minimize in place’ followed by ‘re-score in place’. Did not change anything (still dotted grey)

| have uploaded 2 examples: #10 (problematic) and #11 (ok).



