Skyline Support Request:
Hello,
I am facing some problems with the Skyline software regarding CoA-thioester (small molecule) analysis. For the LC-MS/MS analysis I use the ABSciex QTRAP 6500+ L-MS/MS system coupled with the HPLC Agilent Infinity 1290 system. 
For Analysis analysis I use Skyline 24.1.
I attached the Skyline files. In the first fFile 1 std1-std8 depict the first measurement. The software creates nice Peakspeaks, but as they are partially cut, I cannot use them to create a calibration curve. 
[image: Ein Bild, das Text, Screenshot, Diagramm, Reihe enthält.

KI-generierte Inhalte können fehlerhaft sein.]
That’s why I optimized the measuring (scheduled, optimized retention times) method with Skyline and measured my samples again. Results are shown in the first file 1 (std12-std82). Now I have nice complete Peaks peaks but the Peak peak for ß-Hydroxybutyryl-CoA is missing. 
[image: Ein Bild, das Diagramm, Screenshot, Reihe enthält.

KI-generierte Inhalte können fehlerhaft sein.]
I checked our old software (Analyst, Sciex), and there the Peak peak is present.
[image: Ein Bild, das Text, Screenshot, Reihe, Diagramm enthält.

KI-generierte Inhalte können fehlerhaft sein.]
Hydroxybutyryl-CoA has the same precursor mass and  transition as Malonyl-CoA but elutes at a different Retention retention time. 
Skyline gives out these errors (shown in File 2): 
Discarding chromatograms for 'Malonyl-CoA Charge [M+]  Ion [347.100549/347.100549] 347.1000+' because the explicit retention time 3.6 is not between 7.4001 and 9.404883
Where Hydroxybutyryl-CoA will elute..

Even without having explicit retention times in the transition list, the chromatogram seems discarded at the end..

[image: A screenshot of a computer

AI-generated content may be incorrect.] [image: A graph of a graph

AI-generated content may be incorrect.]!
?

[image: Ein Bild, das Text, Screenshot, Software enthält.

KI-generierte Inhalte können fehlerhaft sein.]
Why is the Peak for ß-Hydrxybutyryl gone? What do I need to change to get rid of the errors? 
 Thanks for your help! 
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