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SEOT Time
standard FGLSLVR 0 1 31 Surog... | 129 1.906... | Slope: 1.3796E-. Ratio to Global 5
standard FGLSLVR 05 1 31 Surog... | 741 30N Slope: 1.3796E- Ratio to Global S
standard FGLSLVR 1 1 3.1 Surog... | 2123 5732.. | Slope: 1.3796E-... Ratio to Global 5...
standard FGLSLVR 5 1 31 Surog... |22365 4.493... | Slope: 1.3796E-... Ratio to Global 5...
standand FGLSLVR 10 1 31 Sumog... | 43958 8.480... | Slope: 1.3796E-... Ratio to Global 5...
standard FGLSLVR 50 1 31 Surrog... | 270825 4527 . | Slope: 1.3796E- Ratio to Global 5
standard FGLSLVR 100 1 31 Surog... | 643964 1.199... | Slope: 1.3796E-... Ratio to Global 5...
standard FGLSLVR 500 1 31 Surrog... | 2799750 4.909... | Slope: 1.3796E-... Ratio to Global ...
standard FGLSLVR 1000 |1 31 Sumog... | 5632577 9.923... | Slope: 1.3796E-... Ratio to Global 5...
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actor  poc
VALLGSGSILR 1 1 xn 12 -3.301... | Slope: -3 2557E-. Ratio to sumagat
VALLGSGSILR 5 1 xn HNAA HN/A | Slope: -3 2557E- Ratio to sumagat
VALLGSGSILR 10 1 xn HNAA HN/A | Slope: -3 2557E- Ratio to sumagat
VOLLGSGSILR 50 1 n 12 1.636... | Slope: -3 2597F-. Ratio to sumogat.
VOLLGSGSILR 100 1 n HNAA HN/A | Slope: -3 25597E- Ratio to sumogat.
VOLLGSGSILR 500 1 n 31 1.647... | Slope: -3 2597E-. Ratio to sumogat.
VOLLGSGSILR 1000 1 n 8 1.650... | Slope: -3 25597E-. Ratio to sumogat.
VOLLGSGSILR 5000 1 n 26 1.649... | Slope: -3 2557E-. Ratio to sumogat.
VOLLGSGSILR GW1 652 n 63072 -4.736.. | Slope: -3 2597F-. Ratio to sumogat.
VOLLGSGSILR GW2 652 n 77664 -7.241___ | Slope: -3 25597E-. Ratio to sumogat.
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. VQLLGSGSILR |1 1 322 12 HN/A | Emor: Allof the e...
VQLLGSGSILR |5 1 322 HN/A HN/A | Emor: All of the e... Ratio to sumogat...
VQLLGSGSILR |10 1 322 HN/A HN/A | Emor: All of the e... Ratio to sumogat...
VQLLGSGSILR 50 1 322 12 HNAA Emor: Al of the e... Ratio to sumogat..
VQLLGSGSILR 100 1 322 HN/A #NA | Emor Allof the e... Ratio to surmogat..
VQLLGSGSILR 500 1 322 3 #N/A | Emor Allof the e Ratio to sumogat




