m Skyline-daily
File Edit View Settings Tools

DS ke | % G@|9-0-

spi043670ZN207_HUMAN
", KETIDAVPNAIPGR.T [59, 71]
SplQIEBR1ISGKI_HUMAN
@ KESCPSVSIPSSDEHRE (10, 24]
€ KVLVSVGRS [35.41]

i Skyline-daily
File Edit View Settings Teols Help

VS ke | & @[99~

spI043670IZN207_HUMAN
-, KETIDAVPNAIPGRT [59. 711
splQ96BR1ISGKI_HUMAN
€ KESCPSVSIPSSDEHR.
€ KVLVSVGRS [35,41]

AEEIER

Help

O%E
2
Dg R.OHTMDYKE [3. 9]

[ 1% RAFLQMDSPKH [114, 122]
(1% KHQSDPSEDEDERS [123,134]
0% R.SSQKL[135. 138]

(1% KLHSTSQNINLGPSGNPHAKPTDFDFLK.V [139, 165]
% KVIGKG [166. 159]
9 KGSFGKV([170,174]
(0% KFravK.y[186,190]
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Enzyme:
| Tomsin KR P1

Max missed cleavages:

Enforce peptide uniqueness by:

[] splQ96BR1ISGK3_HUMAN Peptides

Name sp|QBEBR1|SGK3_HUMAN
Accession QSEBRA1

- Preferred Mame SGK3_HUMAM
Gene SGK3
Species Homo sapiens

Description Serinefthreonine-protein kinase Sgk3 05=Homo sapiens GN=3GK3 PE=1 5v=1

QKKIPPPFNPNVAGPDDIRNF OTAFTEETVRYSVCW IS0 SVNASVLEADDARPVGESYAPPSEDLFL

HTMDYKE SCPSVSIP 33DEHREKKKRFTVY KVLV SVGRSEWRVFRRYAEFDKLYNTLEKKQ FPAMAL KIPAK]
DF RAGLNEFIQNLYVRYPELYNHPOVRAF LOMDSPKHQSDPSEDEDERSSQKLHSTSQMNINLG PSGMPHA
KVLLAKRKL DG KF Y AVEVLGKKIVLNRKEQKHIMAER NVLLKNVKHPFLY GLHY SFOTTEKLYFVLDFVYN GGELFFHLORE
RSFPEHRARFYAAEIASALGYLHSIKNWYROLKPENILLDSVGHWWLTDFGLCKEGIAISDTTT TFCGTPEY LAPEVIRKQPYDNTVD
WWCLGAVLYEMLY GLPPFYCROVAEMYDMNILHKPLSLRPGYSLT AWSILEELL EKDRQNRLGAKEDF LEIQNHPFFESLSWADLY




