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'SCIEX QTRAP -

(@ single method
() One method per protein

() Multiple methods [ ignore proteins

Maxransitions per sample injection
10000

Methods: 1

Method type: Dwelltime (ms)

Standard - 15

Template fle:

EAcquisition method template dam Browse.

‘The seftings for this document do not match the instrumenttype SCIEX QTRAP:
Collision Energy: None

Would you ke to use the defaults instead?





