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When | try to complete this task, the program returns with this error
saying a file is missing. | go ahead and click the embed feature and the

program moves ahead and spits out MS/MS spectra. Should | be
concerned here?
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Libraries:
I s FT VY

Skyline

Could not find an extemal spectrum file matching
‘20190504_PC580-Abel-Global_Frac15_2" in the same directory as the
MaxQuant input file
C:\Users'\mkwrg\OneDrive\Documents'\Skyline_Tutorial_2021\Abel_Ph
osphoproteomics \msms txt', or in its parent or grandparent directory.

If you do not have the original file. you may build the library with embedded
spectra from the input file. However, fragment ions in MaxQuant
embedded spectra are charge state deconvoluted, and will contain only
singly charged fragment ions which may not be representative of
intensities measured by a mass spectrometer.

Click "Embedded’ to use embedded spectra

Click ‘Retry’ mwhﬂ&uagmmmmﬂesﬁamdmm
the input files (with a supported file extension: mz5, mzML. raw, wiff, d, led,
mzXML, cms2, ms2, or maf).
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2, RSATDGNTSTTPPTSAKKR [96, 112] (missed 1)
. RSATDGNTSTTPPTSAKK [96, 111]

%, KLNSSSSSSNSSNEREDFDSTSSSSTPPQPR.D
2. KLNSSSSSSNSSNEREDFDSTSSSSTPPQPR.D
2, RDSASPSTSSFCLGVPVATSSHVPIQK.K [145, 1]
2. K MAEESSSSSSSSSPTAATSQQQQAQQALK.T [1¢
2. KMAEESSSSSSSSSPTAATSQQQQQAQQALK.T [1¢
2. KMAEESSSSSSSSSPTAATSQQQQQQQLK.T [18
9. RLYAAEGQK.L [452, 459)

2. KEAFETFINK.R [602, 610]

@, KDVFEAFYKK [657, 664]

9. K.SASVDAEK.S [676, 683]

. KETVEEQASTTER.V [886, 897]
~ ® % RQYQIDAAIVR.I [903, 912]

- % KENPNQYNYIA. - [960, 969]
% sp|A2A432-2|CUL4B_MOUSE
% sp|A2A4P0|DHX8_MOUSE

# % sp|A2A5R2|BIG2_MOUSE

% sp|A2A5Z6|SMUF2_MOUSE

% sp|A2A5Z6-2|SMUF2_MOUSE

= % sp|A2A6A1|GPTC8_MOUSE

$ia Import Peptide Search

% sp|A2A6Q5|CDC27_MOUSE

|| Spectral Library

® Build (O Use existing (O Perform DDA Search

Cut-off score:

Search files:

Reading results from msms .

|
] Include ambiguous matches
[[] Fiter for document peptides
Workflow
(® DDA with MS1 fittering
QO DIA
O PRM

{u Building Peptide Search Library X
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8/16,745 prot 581/103,434 pep 769/125,679 prec 1,126/234,767 tran
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2, RSATDGNTSTTPPTSAKKR [96, 112] (missed 1)
. RSATDGNTSTTPPTSAKK [96, 111]

%, KLNSSSSSSNSSNEREDFDSTSSSSTPPQPR.D
2. KLNSSSSSSNSSNEREDFDSTSSSSTPPQPR.D
2, RDSASPSTSSFCLGVPVATSSHVPIQK.K [145, 1]
2. K MAEESSSSSSSSSPTAATSQQQQAQQALK.T [1¢
2. KMAEESSSSSSSSSPTAATSQQQQQAQQALK.T [1¢
2. KMAEESSSSSSSSSPTAATSQQQQQQQLK.T [18
9. RLYAAEGQK.L [452, 459)

2. KEAFETFINK.R [602, 610]

@, KDVFEAFYKK [657, 664]

9. K.SASVDAEK.S [676, 683]

. KETVEEQASTTER.V [886, 897]
~ ® % RQYQIDAAIVR.I [903, 912]

- % KENPNQYNYIA. - [960, 969]
% sp|A2A432-2|CUL4B_MOUSE
% sp|A2A4P0|DHX8_MOUSE

# % sp|A2A5R2|BIG2_MOUSE

% sp|A2A5Z6|SMUF2_MOUSE

% sp|A2A5Z6-2|SMUF2_MOUSE

= % sp|A2A6A1|GPTC8_MOUSE

$ia Import Peptide Search

% sp|A2A6Q5|CDC27_MOUSE

|| Spectral Library

® Build (O Use existing (O Perform DDA Search

Cut-off score:

Search files:
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|
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Workflow
(® DDA with MS1 fittering
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When | try to complete this task, the program returns with this error
saying | have missing files in the folder. The files listed in the folder are
the files provided to me by an external MS facility. Should | request the
facility send all the MS files contained in the msms.txt file?
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2, RSATDGNTSTTPPTSAKKR [96, 112] (missed 1)
. RSATDGNTSTTPPTSAKK [96, 111]

. KLNSSSSSSNSSNEREDFDSTSSSSTPPQPR.D
2. KLNSSSSSSNSSNEREDFDSTSSSSTPPQPR.D
2, RDSASPSTSSFCLGVPVATSSHVPIQK.K [145, 1]
2. K MAEESSSSSSSSSPTAATSQQQQAQQALK.T [1¢
2. KMAEESSSSSSSSSPTAATSQQQQQAQQALK.T [1¢
2. KMAEESSSSSSSSSPTAATSQQQQQQQLK.T [18
9. RLYAAEGQK.L [452, 459)

2. KEAFETFINK.R [602, 610]

@, KDVFEAFYKK [657, 664]

9. K.SASVDAEK.S [676, 683]

. KETVEEQASTTER.V [886, 897]
~ ® % RQYQIDAAIVR.I [903, 912]

- % KENPNQYNYIA. - [960, 969]
% sp|A2A432-2|CUL4B_MOUSE
% sp|A2A4P0|DHX8_MOUSE

# % sp|A2A5R2|BIG2_MOUSE

% sp|A2A5Z6|SMUF2_MOUSE

% sp|A2A5Z6-2|SMUF2_MOUSE
% sp|A2A6A1|GPTC8_MOUSE

% sp|A2A6Q5|CDC27_MOUSE

fia Import Peptide Search

Extract Chromatograms

Results files found:

Missing results files:

20190504_PC580-Abel-Global_Frac15_2
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28
£
G
41
b
X

28
i
48
i
1

N
g
:
g
]
%

8
g
:
;

20190514_PC580-Abel-Phospho_|
20150514_PC530-Abel-Phospho_Frac
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[] Retry after import failure
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©, RSATDGNTSTTPPTSAKK.R [96, 112] (missed 1)
¢, RSATDGNTSTTPPTSAK.K [96, 111]

2, KLNSSSSSSNSSNEREDFDSTSSSSTPPQPR.D

2, KLNSSSSSSNSSNEREDFDSTSSSSTPPQPR.D

2, R.DSASPSTSSFCLGVPVATSSHVPIQK.K [145, 1]
2, KMAEESSSSSSSSSPTAATSQQQQAQQQALK.T [1¢
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~ © 9, KENPNQYNYIA - [960, 969]

% sp|A2A432-2|CUL4B_MOUSE

fia Import Peptide Search

Extract Chromatograms

Results files found:

Missing results files:

20190504_PC580-Abel-Global_Frac37_1
20190504_PC580-Abel-Global_Frac37 2
20190504_PC580-Abel-Global_Frac48_1
20190504_PC580-Abel-Global_Fracd8_2
20190514_PC580-Abel-Phospho_Frac12
20150514_PC580-Abel-Phospho_Frac12
20190514_PC580-Abel-Phospho_Frac34
20150514_PC580-Abel-Phospho_Frac34_2
20190514_PC580-Abel-Phospho_Frac58_1
20150514_PC580-Abel-Phospho_Frac58_2
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STSSSSTPPQPR, Charge 4

_ [ Fnd. ] Findin Folder..

#-% sp|A2A4P0|DHX8_MOUSE e

5 i simult ran

% sp|A2ASR2|BIG2_MOUSE f‘““’“‘“"" WV| fox ey ks

% sp|A2A5Z6/SMUF2_MOUSE
% sp|A2A526-2|SMUF2_MOUSE
% sp|A2A6A1|GPTC8_MOUSE
@ % sp|A2A6Q5|CDC27_MOUSE

[] Retry after import failure
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EI 20190504 PC580-Abel-Global Frac4 rep2
EI 20190514 PC580-Abel-Phospho_Frac1 rep1
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EI 20190514 _PC580-Abel-Phospho_Frac2 rep1
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