
Dear Brendan, 

To answer to your question, I will draw the business case as following: 

Let’s have the following 3 sequences of proteins: 

 

The first one has a peptide tagged in red, the second one in yellow and for the third one all peptides 

are green. 

What we would like to have is based on displaying all peptides having a specific color which consists 

of implementing a new entry “Peptides” in the View menu like for instance: 



 

And if the user selects the Red dot then the tree control will display only the red peptides: 



 

 

The proteins having no red peptides will be present but nothing below their hierarchy will be 

displayed. 

I think by having this feature in place, it will really facilitate the manual control made by a lab user. 

 



On the code source modification level, it is something which may be easy to implement because the 

tree control displaying all proteins must only manage an additional flag based on the peptide level 

and must display only the peptides having the specific coloration. 

 

This is the way how I see it and based on the feedback of our lab users. 

 

What do you think Brendan? Is this something which may be planned in your roadmap? 

 

Best Regards, 

Michel 


