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New Pivot Focusing on Proteins with Max Detection Q value 

 

  



 

Method Replicate No proteins Mean Mean PAP 

27 var win 

1 3424 14.376 

2 3395 14.484 

3 3306 14.799 

+ 60 ms IT 

1 3327 16.007 

2 3366 15.983 

3 3422 15.867 

+ longer grad 

1 3429 15.448 

2 3471 15.343 

3 3418 15.408 

  



Sequence: AIGPHDVLATLLNNLK, Points across peak = 32; y6 ion selected 

 

  



Sequence: AIGPHDVLATLLNNLK, Points across peak = 32; y6 ion selected 

 

  



Sequence: LQTSSVLVSGLR, Points Across Peak = 32; y5-ion selected 

 


